
  
I write to inform that in my current company, Eclipse BioInnovations (https://eclipsebio.com/), we are 
looking for a candidate with strong statistical and genetics background.   
This candidate should be able to: 

• Understand basics of NGS and data processing / algorithms for NGS Data (with focus on RNA-
Seq data)  

• Strong statistical background 
• Demonstrate application of statistics to genomics and development of novel algorithms. 
• Possess PhD in Applied Mathematics, Statistics or related field.  
• Years of experience, a plus. 
• Experience working with HPC 
• Code in R, Python, Bash Scripting, Perl or any other related programming language for data 

manipulation, data transfer and deployment of statistical methods. 
  
If you have any outstanding recent PhD grads or any other professional in the field actively looking, that 
you would recommend for this position please let me know and send them over to this email 
(dayanara.lebron@eclipsebio.com) . 
  
I am still working on the job description, but I think that the points above are the minimal requirements 
to be considered for this role.  
  
Best,  
 
--  
Dayanara Lebron-Aldea 
Senior Bioinformatician 
Eclipse BioInnovations  
dayanara.lebron@eclipsebio.com 
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